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Feature extraction of Cellular Slime Molds using 1/f fluctuation

Ikuo YOSHIHARADY Takashi YAMAGUCHI? Kazuhito YAMAMORI® Moritoshi YASUNAGA%

Abstract

DNA analysis of Cellular Slime Molds are important for investigating human genome. The exponent
a of the 1/f fluctuation is used as an index of irregularity to extract features from DNA sequence. It
specially pays attention to the part before and after the transcription starting point in the DN A sequence
of the Sellular Slime Molds. A difference in the transcriptional region and the untranscriptional region
is found by this method. 1/f fluctuation reveals a repetition pattern in the DNA sequence.
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